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Cinterleukin-6 CP- y*y ^Accession : Ml 4584 

) ) itiS-?> 

4 yp — nj^-y- 1 0 (interleukin-10 (5?— ^Accession : M576 
27) ] 

s\l*jr*rz/n— -tf- 1 Chemeoxygenase-1 (v>— ? Accession : NM 
002133)) 

ya^^r7>v?>G/HMif- 2 Cprostaglandin G/H synthase-2 CP- 

? Accession : AL033533) 3 itf£^> 
-e^n^r — -f>77"7hij- 7°a-^-f >- 1 - a Cmacrophage inflamm 
atory protein - I - a CP- ? Accession : M23452) ) 
^>-rX CRANTES ? Accession : NM 002985 ) ) it^> 

-f>^-a>r^>- 1 a (interleukin-1 a ( 5?- y<y ^Accession : XO 
2851) ) it£^ 

>T V^-n^V- 1 £ (interleukin-1 & CP-y<y ? Accession : KO 
2770) ) m&&, 

JSJR^EEHPa Ctumor necrosis factor a (*J—y'<y 9 Accession Wr^r : Ml 
0988) ) 

^>^-n>f^V-7 PW- (inter leukin-7 receptor {'J-y^y 9 Ac 
cession #-!§- : M29696) ) 

v^n^y — ^>77Vh>J- ~?u ; t4 y- \ - & Cmacrophage inflamm 
atory protein-l-jS CP-y^y ^Accession : J04130) ) Ml£^ 

T> F T^f^^gy-l/^aU-ff ^*^>f > (liver an 
d activation-regulated chemokine CP— Access ion : D86955) } 

7?D77-^-f7>f^K tr^tr-jy (macrophage-derived chemokine CP 
-yy<y ^Accession : U83171) 3 jftfc^ 
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??D7r-^ -jyy^^rbV— ^nf-f >- 2 - yS (macrophage infiamm 
atory protein-2-£ (i?—y<y ? Accession : M36821) ] itf£^ 
7^077-^ 'f >77Vh>J- -fxsj-j y— 2 -a Cmacrophage infiamm 
atory protein-2-a (2?— V<> ? Accession ^ : M36820) ) at&f, 
^*d — X U^jzl^Y-r-y K Zfxn'r-j y — l (growth regulated protein-1 ( 
v'-y^N'y ^Accession : J03561) D itfe^. 

vh'jy^X ^^a^a-^-i'f-— tf- 9 (matrix metal loproteinase-9 (2?- 
>y<> ? Accession : J05070) ) *fc?> 

E^U-T^gV -f>hlfhU- 7r 9 9-- U Wry K ^a^^>-8 
(migration inhibitory factor-related protein-8 Accession 
#^ : X06234) D Jtfe^ 

U VifVA (Lyzozyme (S?- V<> ? Accession : M21119) ) flt£-K 

(A) U-tr^^ TVS-'x-r-T-^K ^of-f ^ (GABA(A) receptor 

-associated protein ? Accession : NM 007278 ) ) Mfc^ 

^>^-7in>-ofa-^F 1 7-kDa/l 5-kDa zfvy^J y 
(interferon-induced 17-kDa/15-kDa protein {*J—y*<y 9 Accession : 
M13755) ) itfe^> 

-f>^-7xD>-f>fa-^ ^"n-r-f y p7 8 (interferon-induc 
ible protein p78 <*J— ? Accession #-?§■: M33882) ) itfc^s 
xx->- ^— t^o?*— 2 (SCOCcytochrome oxidase deficient, yeast) hom 
olog-2 ( 9 J—y<y ? Accession : AL021683) ) Sfe?\ 

tf (transketolase (5*- Accession : L12711) 

TrJisy A2a H?^^~ (adenosine A2a receptor ( v 1 — ^Acce 
ssion #^ : S46950) } 

CD 3 7 7y*f->fy (CD37 antigen (i?- Access ion ^ : X14046) 
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Nef-7V^f?K 7 7 ^ 1 (Nef-associated factor-1 

W<> ? Accession : A JO 11896) } Mfc^, 
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myeloid leukemia cell differentiation protein-1 (S*— y<y? Accession 
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^f^tSiO-efeJ), «fc^P3&Si*#©III*&jW (modulator of gene expres 
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MI P 1 a &5>rXbmMCbCC J f*:%'<y-£&lr>. C C^^^-T y<D#« 
*o LfrU MI P 1 a li^yrXcfcO^fctfOB 0«;Ui«flF3t« 
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TNFalt K^SPfeCffijfiLti^^^-r-SH^tbT^^n/i^ m*E 

matiT& tnf a <Dm$=mffi®m<z>&m*m* & tz 

o TNFa©j^*fctt*fM&©*£tt^ ©t£Kfii5i£tf 07f, tf ^ 

"7fttfM, S&t&NflHfc. 0mW«> IfeJflL^ 1*^3^, fi*^ 
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■r#y ^^^^^--rt/T-tr^- h (TPA) , tf 3& 5 >f K (LPS) 

x 7 4 h^ATW-V (PHA) . **^K^*<^tf&n*o *T**» TP 
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dge^> &fc*<Dmmmn^m&mftKiknizmjELn%j&fc* (Am, sm 
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interleukin-6 (IL-6) 


Ml 4584 


Interleukin-1 a (IL-1 a) 


X02851 


interleukin-l/SCIL-1 £) 


K02770 


luinor necrosis raciorw v^iNr «>> 


mi noaa 


interleukin-7 receptor (IL-7r) 


M29696 






macrophage inflammatory protein-1- >8(MIP1 £) 


J04130 


liver and activation-regulated chemokine (LARC) 


D86955 


macrophage-derived chemokine (MDC) 


U83171 






macrophage inflammatory protein-2- £(MIP2 #) 


M36821 


macrophage inflammatory protein-2- a(M\P2 a) 


M36820 


growth regulated protein-1 (Grol) 


J03561 
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- *<Dm 

matrix metal loproteinase-9 (MMP-9) J05070 

migration inhibitory factor-related X06234 
protein-8 (MRP8) 

lyzozyme (Lyz) M21119 

GAB A (A) receptor-associated protein (GABArp) NM007278 

interferon-induced 17-kDa/15-kDa protein M13755 
(IFNpl5/pl7) 

interferon-inducible protein p78 (IFNp78) M33882 

SCOCcytochrome oxidase deficient, yeast) AL021683 
homolog-2 (SC02) 

transketolase (TK) L12711 

adenosine A2a receptor (AD0RA2A) S46950 

CD37 antigen (CD37) X14046 

properdin P factor, complement (PFC) M83652 

regulator of G-protein signaling-2 (RGS2) L13463 

Nef -associated factor-1 (NAF1) AJ011896 

myeloid leukemia cell differentiation L08246 
protein-1 (MCL1) 

signal peptidase complex (18kDa> (SPC18) AF061737 
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—M 8 "*- 3 ~^y- 2 (DGE) fe£OT-r«J-ten- 1, 5 - 

SX- 1 a 0, 6 -S>h -ai>-2 («-DG 

E) ©IS 

TlfSfc©^ (Agar Noble) 2 . 5g^50ml©0. IN HC 1 K.BHRU 
1 OO'C-Cl 3^iiltifl/£a ifi*WbtNaOH-CpHl 2(C 

*iw« u ^i^ra 4 . 05^-4. i6 wm^izmmMmmnum^mm 

f-S/^—M^- 3 -x>- 2 (L -glycero-L5-epoxy-l a/8,6-dih 

ydroxy-cis-hexa-3-en-2-one : DGE) T'feS d b%WM\>tz.o EIT(-H1*BHP 

#5A:PALPAK TypeS 

(4. 6mmx 2 5 0mm. SiS&ttfi) 
^KffiA : 9 0 %T* Y— h 'J 

: 5 0 %T-fe r^. h »; ;U7jC*t?£ 
Sfgat : lml/S- 

:#SMBA (1 0#R3) ->Sf»*A^6S?!WBB^©iiD»*K4gfia 

2 6 



WO 01/51480 



PCT/JPOl/00082 



(4 0#H) ->^i&ffiB (1 0#H) 
mm : 1 9 5 nrnfCfctf^Miffi 
# ? : 4 0 "C 

j^#fc LT/c —fj^ \£3r—x<D?A/i7 y &S£frjfe^c>#^K*p BTfirVx. 
#£>n/cT;i/# yiiii^bf^iiar, D-rutn-i, 5 1 

ayS. 6 - J?k Fn*i/-S/^-^t- 8 - xy - 2 - t> C/c-DGE) & 

(~yy-?ttM, C- l 2 6 3) 2. 5 g^50ml©0. IN H.ClKSSb 
. lOO'Ctl 6^IHJn!»bT*#bfco gMSTteiPl/rNaOHTpH^fS- 

U TEOflSWHPLCr^tfU Wi2 7. 8 #<Z>* fcftf— 

*7/,:PALPAK TypeS 

(4. 6mmx 2 5 Omm, ^mmtM) 
jgi&ffiA : 9 0 %T-b b — b ij 
^KffiB : 5 0 %T-fe h- t> U 
Sfcit : 1ml 

(4 0#R5) -»&1MBB (1 0 
: 1 9 5 nmfC*5^<5iR*K 
: 4 O'C 

U"fcfS/^n[ 2. 2. 2] 3"?:? >- 1 (DGE-GSH) ©sBS 
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H 1 ^JUgfl* 5 APAL-PAK TypeS izXfrm b*r 0 1 m 1 /ft, 0 — 10 
{*9 0%T-trh-h';/U7jc^, 1 0 — 5 0#fg&9 0 %T-tr h- h </ 7U7jc?g^ 

bfcgU 5 0^1 (DMm7klzn&BL, HL — 6 0«^^V>T. £-ll#CD!lgto 

mmmmmmmmmhtco -eo^n^ mfr^s o~4 o##igcDM^(c*?v^ 

MM5S^m«^ti^o -eci-e. |*j#(cbTlSiSb*:S1M#5 o#l ^ 
$^i:Wavh^77-f- (TSKgel 0DS-80Ts( 5 u m) > 4. 
6 x 2 5 0mm)^IlfcoSillnil/^ 0 — 15#IS<i0. 1 %TFA 
^^7jc. 15~8 0MiO. 1 MTFA^W^7jc^?>0. l%TFAt 
#5 0%T-bh^hU^7j<^^CDa^^SB. 3 0-4 5^fflli0. 1 %T 
FA^5 0%T-tr h U7U7fc^. &ffi2 1 5 nmO^^n^f^? 

-f-^\ i. 5^r.t^®^*i6/-co ^M^m^fgHtyc^ 50^1 

o^TKtr^PU HL-6 OiMl^ #W?>©:lSMWWJ«'i££: 
»L/co €OtSs ^W4 — 9^ftig©M^<C^^T. 

2 0mM DGEt2 0mMWft>OSlc:tlml^^5mg(Dg 

e>n^o c: co^mcom^m^m \ mm<t^<m^ 5 - l - tvi^ 

^ft>-S— f;i/-2-tKn^r^-3, 7 -i?^-4=-U-fc::y^n[ 2. 2. 2 
] 1 -^-~7U (5-L-giutathion-S-yl-2-hydroxy-3,7-dioxabicyclo[2 

2 8 
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.2.2]octan-l-ol (BIT. mzD GE - GSH fcfSrT) £ t$»Bbfc, 

HMI1 

ddy v^x (eTOC ; /X, 7 Aft) ©MWKlOK^J&^jf^WlffMI 
1640*^ C^-f*»>-f ^*-4t3B* 12-702F ) £4ml SAU «fc < y -0— L 

10 8 ffl/al ^^i^ClSU 48?tv-r^a^^^-^U- h(r500 #1 fo 
B6#jfiL?fr^i\ 7x;-Al/? K^> 2mM L-^* ^f^<.; 3ift&>r 

-yjimm o^a-^-r ^-tfcisu 12-917F ) £500 ^i -rosnx-fco 

;KC5 /zl ©2 iritis <£tflflM ©D G E«^£^ft-en»! (Ztl?n&m&2 
0#M. 1 0 fiW U 5 ul 01O#g/ml 12-0- t- h ^ff} J 4 
13- T-fer— KTPA; 4*!/3ttft. 1 3139-01 9)7jc^£»I LTJ£fc:i4*f SMSF* 
Ufclft, ^*_t?t^liriKLfc 0 «F*±»*©-f V^-o-f^V- 6 (IL-6) 
©^•ft(ix>if-r A-r A;t V hV jfTyt-f (ELISA ;Matched antibody 
Pair SamplePak mouse IL-6. x>Ki?xyit» TiM^bfco I^'fk 
*fMtbTDGE^J;0 { TPA7K^«X.^V>Ix^ (*f^) ^ Ri1Si*tMfcb 

mitmmikft^ mmt i l - 6 mm (ng/mi ) &tfTo 

/c-DGE. DGE-GSHtco<^T&l^©f^£m^\ IL-6 

2 9 
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mmw2 

?tr-#M, 12-604F ) (rRAW264.7» (ATCC TIB 71 ) £3 X10 8 m/m 
Jn^-T 5 %^#Xfr£T, 3 7 °CT*-Bfci£« b*r Q ^-)x ;MC 5 # 1 © 2 mM 

dgetk^^sd o&^2 o^m) it, $^>fc5 mammvtz.(D^ 5 

/zl CD 1 0 0 Mg/mlU##yu-~,;*7 5-f K (LPS . W^ttM^ L-2012) 7jc*g^ 
10 ( I L - 1 0) CD^-M(ixyif>r A-f 1f> K-f ^^Tyir^"eM 
) IS'^MtbTLPS7K^©^^»L,/i|S^ (fl+LPS) 

dCD&jflU, DGE?»IS#k:&<,vc N LPSif IL-1 0 ^©JPffl^fSfe 

L./ct^cD^#_b^© i l- 1 oomjg^-rH-e&o. 

i^ifiti I L - 1 omm. (pg/ml ) £5cf o 

m-DGE, DGE-GSH(Co^rfef^ilcDK^«-tfni:i,\ IL-l 

nrnmz 

12-604F ) (rRAW264.7tt (ATCC TIB 71 ) £3 X10 5 ti/m 
1 KfcSJ^fclSRiBU 6Kv>f ^n^>f 3^-^*1/ - hCDig-^x^KC 5 ml Tofin 
^T5%»^??ft^ 3 7"Ce— SfeJMbfco #^*7HC5 0 1 <Z>4mM . 
2mM &3^JilmM OD G E7fcg«*»JD (Ztl^tlf&Mfe 4 0 /iM, 2 0 #M> 

3 0 
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i o#m) bn sm*imi>feo ho immo^mimtvx^ n\ mm 1 

5-7***^- A12.14 /o^^i'^W 2 #^&£2, 18570 

>A (->r-7ttM. P5318 ) . 0.2mM u^^zTf-y C^vftiiU L2884 ) . lm 
M 37 Wfc:7i— Jl^^l/j^U^^U 0*5^ ^X?*fci^ 273-27) , lOnfe?- 
U>^T * 7kHt-^ MJ >5 A, 0. 1 ^Triton X-100 ^WO. 1M Tris 

-ncimmm (pH7.5 ) izmmhTi m&mmmvtz^ m&frML-cmzntzi, 
le^^ti^tifco ?>'<?mmfr*e>?>^?m&mzmcrQ bca 

Protein Assay Reagent (^Miiftl^fc'TXfrgL P7411 ) KJ; DM/SL^ 
o n<bftti&? >^?|fli#1f>:7;Ut#:i:CD4 U AsffiWt-)- h U ^MSDS 

) „ 2^2- * JlilZfV^Z S 0.001 %^nA7x/-^- 20%?* 
y-trn-A^mi25M b U X- i&®^®$L (pH6.8 ) £31£U00 0 Ce5 #K 
«LSUrt=3U * V/^®iLT10#g ffi^ft*12.5%SDS- ^»JT?U;UT5 
;H:ftfU 20mACD^««m^Kbfco Scl6«©y^B s 48mMh UX N 39mM 
^UVV> 20%^^y-;K 0.0375%SDS ^Dyf-f VT'MW^'K b5V 

ft-JlCDT/a h3-;KrJ:t>PVDFIK U U #TtfcJR„ IPVHOOO 10 ) tcl5V©^« 
BE"tf25#|HHE^Urfio iK^OPYDFKti^a >y ? i-X B :MS3SifcSU UK-B 
25) m °CX*7a y ZLfro y*a^?^cDm{i0.1 %Tween20 £^tf 

:/»«*Mtt£*«w«k 0 I5#K 3 Hfc^/j^g-i: -5 TC2fe& U/c a &t£200ng/ml 
£lHO 1 (N-19 ; ^>^?^-XifcS. sc-7696 ) ^tj-lOH^n 9 
X. 0. l%Tween20 #^TU >»«Bfad&2k*-ei If IBISfi^« WttJB fc 5 ~TT?E 
0. 1 %Tween20 ^ V >HiBE«^a*IC J: (9 15^^ 3 M^frteMt o 
T-C^bfco ^0. l%^°-^^^y-^a^^£L^^IgG(H+L)tr[^ (if^ 
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KftSL 61-1620 ) &&ttl0%7u v ?x.-x^ 0. l%Tween20 #3r'J >Wtm 
m-gtWWVl ^fltStfl^ t ^ TtllSt^ 0.1 J*Tween20 > 

N 7-y-Jx.y*7vy?vn.M, NEU03) £ffi^Tfl-JS©:/n h3-/M:J: 

o»&u xmy^fr^ (ny^m cati65 1454) {c^l.^ 0 mffik® 

7^;l/A(*FPM800 (^±^^^A^t|S) {ri;^m#b/c 0 

o $tf:^>tHO 1 K©5£^(CJ&bT, +Ol2^Bb7to 

^3 



R9F HOl^^'i'lO 



7jC 

«K4 0 juM DGE + + 

»*ffi2 0#M DGE + 

0 DGE +- 

15- tUt^-I/- A12,14 -?ux?y?>y>j 2 + + 

CSHfeilsUR) 



£tc^ a; -DGE, DGE-GSHlZ^>^X$>mm<Z>Um%:ftte\<\ HOm&. 

3 2 
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en ?mo&n&&wm 

b htfAKf-<J;f)4 0 Omm&L&m&lsito »jfiitt*PBS(-)t?2 
„ Ficoll-paque (7r^J/T|fcfi) ±K:SVtt500 xg T20#IM&£Hlibfc 
o +HM©5|eHJliL*«* (PBMC) £t°^y hT?EPRU RPMI1640#Jfe 

<<?ij-tm) &m^xm&btz 0 uM^?Bmit9o%Fcs cjrh j***-***. 

^■CfiSffbfco ^^{w{iCtl^«#PBMC$37°C7K?§ff I (w-r^^U 10#g/ 
ml Dnase (3t7^H?*^A4fcjR) **trRPMI1640JM^ftiWft<. hU^y^l/- 

(2) 3u$©#st 

5 % t bABSLlfitff. 0. ImM $ yR, ImM h 8 ;l/tf>^^ h U t) A. 2mM 

L- (JK-h^V^-^^^*-tfc|5) . lOmM HEPBS Oft^-f^X? 

ifcSD . i 96 x h uyv^-f yy-^~y>) y (^=?brl ttm &&mmiB 

40i%m (£TF> SMVUmmtVfc-r) xio* cells/ml fctt* £5 K:PBMC*«i» 
6KfflMS7V-h (7 K3b1/9x# -To** % 37°C. 5 % 

coj -esst-r y^a.^-^-R(cTL5 «rin>r y^o.^- Mfc, 1.5 b^to 

©5HRPMI#i6*fllI*.-C$U**#fco 
( 3 ) RNA 

±m~e'&t>tit~!$LmtzftLX^ #**;H£8 tfl ©lOmM DGE7fc#tt*«5^ 
te*f-Mtb-C8 Al ©*#8S;&IJU 37°C. 5 %C0 2 
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iCT5 W y^a^-M/fco :©i> #£xWC2 n\ ©1 #g/ml LPS 
7jc^£fcte2 #1 ©25#M TPA^^f^^*-> K*jft*tffclL>'C, &3 
V>Hu ^ft©&©&»W££{;:4llfFfPgML RNeasy Mini Kit O^T 
^>*t§^ 74104 ) £M^T*>> h©iftHJ$K?£^«BJ&^£>RNA £pg£bfc 0 

t bfc 

(4) cDNA©-£j& 

±BBCJ;t)ilSL»fcRNA 0.5#g tlOmM Tris-HCi(pH8. 3) > 50mM KC1 , 5m 
M MgCl 2 -> ImM dNTP 150pmol ©Random 6mers > 60U ©Ribonuclea 

se Inhibitor (SjBiStfcR. 2310A ) . 15U ©Reverse Transcriptase XL ( 
AMV ) (^Mtt©. 2620A ) #£*T:£ift*60 # 1 *U— VJI/IM**- (Gene 
Amp PCR System 9600, T??* K'<>f 7^ A XltSD ^M^T, 30X1 

PellM b TcDNA£Sllg Vtco 

(5) ^7^-7-©^ 

C O X 2 ©mRNA©m^B2?iJ C^-V"*>? (GenBank ) Access ionn#-^ : ALO 
33533 ) f^-jT, PCR KJS©*:d6©:r U ? VUrf- YzT? 4*? 4 y 

. * U 3*? ? P^-f- Kr^f v-CXl (iE^m©I2^J#^- : 1 fc^f ; 

) > CX2 (ie^J#^- : 2) %Ztl j etl4tl£Ltzo M I P 1 a©mRNA©mSia^J ( 

*J-ysi>? Accession : M23452) Clot, t'J^Jt^VtfK^^"? 

-mpi caea*^: 3) . mp2 mn^: 4) ***ien£ja:bfc, £fc> t 

by y^X©mRNA©^SIS^J (2>— ? Accession : NM 002985 ) tz$£ 

3 4 
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ot, tll^^l/tf K^5-T V-RSl (SH^J#-^ : 5) . RS2 CSBfl#-9- : 
6) ^nfnMLfco ££(Cf*3OTI*£<fcLTt h,8- T^^cDmRNA©^ 
@2^J (>>->^? Accession^ : M10277) f:t^t, t'J^?^t/tf 
^v-ACl (SSJIJ^ : 7) „ AC2 (B2J!f#^ : 8 ) Vtc 9 

(6) cDNA&MFSEC LfcPCR i£^<fc^DNA Sffr0ij9« 

#5pmol CD^j^U 3*2? P*^ K^-Y^-CXl „ CX2 &&WiMPl > MP2 

^•yv-aci > AC2 kmmmw istzcdmmm. 5 #1 tioxEx raq^^^r- c 

^JBiS&SD 2.5 #1 > 0.625U TaKaRa Ex Taq #9 (£«6*fcSU 
RR001A) . 0.2mM dNTPzl^*-^tf^S25/£L 

£JBl\ 94°C 2&m&l 95°C 30 59°C 30 73°C 30 gxD-tf-f 

*;i>£8oiM*;k 72 e c 5*fi^i t>r ? ;i,©y n ^7 i,-esis*?f fco Km 

&®H->ZfMtfr9r-tZ £-C-20 °CT'^M bfco 

£-PCR fcifcmoul &2.0%Ttfv-X?JimMtikMlZJ;t)fr$rl>tio 
, LPS mJA^IUE^C*>V>TC0X2. MIPl a. 5 >5^X©#nRNAB3fc©'<> K©« 

cnct bTDGB tLPS &mmist&ftlZ*s\,yX\U C0X2. MIPl a. 
7>^^©V>-rtl©niRNAa*<Z>^0 KfcJWIttWBTfStt^ofco "Tftibfe. DG 

fc. TPA m^»E^{C*;^TC0X2. MIPltf©3-mRNAf&3fc®'<> K<D#«IjWKK 

CftKStbTDGE tTPA ^Jnbfcg^K&t^Tfi. C0X2-. MIPl aO^-ftKD 

umm%L®'*v F&mm\-mwe%ts:frr>tc 0 dge kjc^tpa ki^s 

5 -tt5it>*>^ £8 0W:COX2, »4 0«MIPla> fcJ:^5 0li7>f 
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XO^mRNAfi^c DNA£PCR LtcKlfcm&T#u -*?Jin%WM 

tilOObp DNA5^-v-#- s V - > 2 (tK) . b - > 3 teDGE Ml|x # 

. b->4 liLPS»K^ V->5 tiDGE feitfLPSiillE^ b->6 
liTP A8slJIlK£\ U-V7 S±DGB & J: OTA $jftIIE#£^iro 

c i ) imofrn 

mmmA- (1) £|!3aKLTPBMC£#lttLfca 5 %hbABMifiL^ 0. ImM # 
&mTi;m, lmM tVUt">^h'J^A, 2mM L- ?Vt^ = > m±'U*V 
Jfti-ttm . IOjuM HBPES O-Jj^JT-XZtiM) , 1 M^M^^h^V 
C^nBRL ^trRPMI1640TO (£JT\ m?mmmtm 

•T) {'2 xio 6 cells/ml t#£cfc 5KPBMC£lii^> 24?t«^«^b-h (7 
r^^ftSD fclml/*** Ifo^ S7°C, 5 *>C0 2 T»^a^- 
fttzXLS mH-fylrx.^-hl'fco 1.5 

. #^x^^RPMI1640^^M^T^#-t> 1ml ©5HRPMI^^JlI^rm^# 
(2) TNF a EL ISA 

_hlB"e#^n/c#^(C*f UX> #^^^('10^1 ©lmM . 2mM N £fcf*4mM DGE 
7K (^tienUM® 1 0 #M> 2 0 //M. 4 0 tfM) fc3^lS5mM . lOmM 

> *^^2omMT^oe^--x7jc^ (-eti^n^mj^5 0 1 0 0 jum, 2 

0 OtfM) feSl^ItLtlO/il cDtK (-fttfr-k. DGE©^fe£tfT# 

nH^-XCD^JS(iO /£M) taSlBU 37°C> 5 %C0 2 T?SiC-r 

-rt(C-C5 W/ta^-Mfc, ^^x7UH5 /zl ©200ng/ml LPS7jdg 

3 6 
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CD^Ste^y-tF^A-rAyiJ-V K-fyfTy-b^ (ELISA ; Human TNFa ELIS 
A Kit. iV^x^SA EH2-TNFA) ttl^U 7jc©^ 

s DGE**ift©* OjttM) , *fcl*T#n (» 

mm 2 o o juM) *asjmu^B:**iM*«Miu amiss:** u 

LPS*»tt*SBftIby!iK^*HMtSt»i:Ufc 0 Mmt±T2 asw^fc 

o -£©MHI> DGE &Z^\iLTjfv\£jr-xmM&.friZ$$\,^X\)GE ib&WtTtfu 
ejr-X&mmi&tf&Ji^ LPS *!I*TNF aii©WJTO^nfco -e*i£©fc£ 

8ttttTNF all (pg/ml ) £^-f 0 

mmme 

(i) 

^HifiM{-*?V>TfFfi5bfc#mfK^ Accessions-^. *U=f?? 

K^5>r^-^. iB^m(rtefj-§^^5>r^-©i2^#^-^bfc 0 ft 

SPIfibT, fc b£- T^f-^OmRNAOffiSBSJff Accession^ 
# : M10277) Jd^T. B2^m©BB^#^ : 6 1 i'^-T^ >J n'F * 
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314 



Accession 



interleukin-6 CIL-6) M14584 
interleukin-la(IL-l a) X02851 
interleukin-lyS(IL-l /S) K02770 



tumor necrosis factor a M10988 
CIWF a) 

interleukin-7 receptor M29696 
ClL-7r) 



il6-p cmm^ : 9 ) 

IL6-R (WIJ## : 1 0) 

ILla-F <MFm^: 1 1) 
ILla-R (W&m-%: 1 2) 

ILli8-F (M&m^: 1 3) 
1L1/S-R (12^-^-: 1 4) 

TNF-F CS^iJ#^- : 1 5 ) 
TNF-R Cm^m^r : 18) 

lL7r-F (IKWf : 1 7) 
IL7r-R mPm-^i 1 8) 



macrophage inflammatory J04130 
protein-1- £<MIP1 #) 

liver and activation- D86955 
regulated chemokine(LARC) 

macrophage-derived U83171 
chemokine(MDC) 



MIP1 /S-F (BBJIJW: 1 9) 
MIP1 /3-R (.W&m^: 2 0) 



LARC-F 
LARC-R 



2 1) 
2 2) 



MDC-F CIK^f: 2 3) 
MDC-R OEW^: 2 4) 



macrophage inflammatory M36821 
protein-2- /3(MIP2 £) 

macrophage inflammatory M36820 
protein-2- a(MIP2 a) 

growth regulated protein-1 J03561 
(Grol) 



MIP2/S-F (@E«^- : 2 5 ) 

m?2/8-R <mn^ .-26) 

MIP2a-F (I^IJW: 2 7) 
MIP2tf-R (IS^IJW: 2 8) 

Grol-F CS&m%: 2 9) 
Grol-R (mm^ : 3 0 ) 



3 8 
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Accession 



77<T- £ <gSJi{#-5f) 



matrix metalloproteinase-9 J05070 
(MMP-9) 

migration inhibitory factor X06234 
-related protein-8CMRP8) 

lyzozyme (Lyz) M21119 

GABACA) receptor-associated NM007278 
proteinCGABArp) 

interferon-induced 17-kDa M13755 
/15-kDa protein(IFNpl5/pl7) 

interferon-inducible protein M33882 
p78CIFNp78) 

SCOCcytochrome oxidase AL021683 

deficient, yeast) homolog-2 

(SC02) 



MMP9-F <^iJ#-5§- : 3 1 ) 
MUP9-R (W&im^ : 3 2) 

MRP8-F Cm>m^- : 3 3) 
MRP8-R CgcSJiJS-f- : 3 4) 

Lyz-F (S3JIJS-^: 3 5) 
Lyz-F (B2?iJ^ : 3 6) 

GABArp-F GEWf : 3 7) 
GABArp-R (SEOTg-Sf : 3 8) 

!FNpl5/pl7-F 3 9) 

IFNpl5/pl7-R (SEJIJ#^: 4 0) 

IFNp78-F CB2^rj§-^ -.41) 
IFN P 78-R (SSW9- : 4 2) 

SC02-F (B2?ll#J<r: 4 3) 
SC02-R (B2?IJ##: 4 4) 



transketolase (TK) L12711 



adenosine A2a receptor S46950 
CAD0RA2A) 

CD37 antigen (CD37) XI4046 



properdin P factor, M83652 
complement CPFC) 

regulator of G-protein L13463 
signal ing-2(RGS2) 

Nef-associated factor-1 AJ0U896 
(NAF1) 

myeloid leukemia cell L08246 

different iaton protein-1 

(MCL1) 



TK-F <B2?iI#^- : 
TK-R CBfll** : 



4 5) 
4 6) 



AD0RA2A-F (B2?iJ#*§- : 4 7) 
AD0RA2A-R 4 8) 

CD37-F (mm&^-i 4 9) 
CD37-R <@£?t|S^ : 5 0) 

PFC-F <g&m* : 5 1 ) 

pfc-r (mmm^i 5 2) 



RGS2-F 
RGS2-R 



5 3) 
5 4) 



NAF1-F (B2W3-: 5 5) 
NAF1-R Om&%-: 5 6) 

MCLi-F oewi : 5 7) 

MCL1-R (BEWSft: 5 8) 



signal peptidase complex AF061737 
(18kDa)(SPC18) 



SPC18-F (S2J(]##: 5 9) 
SPC18-R (E^lJS^- : 6 0) 



3 9 



WO 01/51480 



PCT/JPOl/00082 



(2) cDNA#»SlcLfcPCRfefci*DNA»rfi-©iiM6 

. ac2 *st>ttJtc<z>AC8 . *?j:a f ii»4- (4) fcfif*©;Wfe*C<frJfcL>fc c 

DNAiM^t, 5S«fll4- (6) fcirao^-CPCREJE^fTofco P 

#PCRMJS$£5 ,uL£3. 0 HTtfa-x^mSUMBl:: J: 0#flr bfc c -£ 
©tt**^6. 7 {C^To fetch. mfKl3^T4H&m¥<DJS3* (&»&?© 
mRNAS^c DNAOPCR(w J: £*0I©gaK: f> SFtt) tt4>tt^#* 
{r- +/-. +. ++, +++©5®:B"C^t.^o a* ©Con. ttStjm (*»JE# 
) > DGB (iDGE «JnE«\ LPS teLPS L+D ttDGB *>* J:CfLPS 

„ TPA ItTPA T+D liDGE fcitFTPA ^UnE^^^-To 
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Bit©!**, DGE(±> LPS ZtcmPk lz£ZXYUX®EMM%Mmz>$hM. 

mistime frfrzmMiz£Q&mm&mxT%mfc?i^^Tte$£mm&M / j? 
ttffrfrZo -ttsitts DGEti, flE#©eisrft*ia«s**^ri6iK:»< cfc*< 
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mnm^ : 1 2f*> fc hCOX 2©mRNACDf£gieMK£o^T^1f 

-f > lyfcZ? ? ^( *? — (DW!ffl*T? 

m*m^- : 3 *?«ktM l*> t Mill P 1 aOmRNAOti^lcS^^Tf 
If > L /c :/ 5 -f t - osbh-c •& £ o 

SBJtf^^- : 5*?«ktf6«U fc h 5 ^^(DmRNAOffifilB^JKX^T^If 

■^-tfv > t ~t v 4 v - omw£*> s o 

: 9 te&TS- 1 0 l±. h M L - 6 CDmRN ACD&fflEWwK-^Tf 1 
WiFm^ : i l *jJ:tM 2 tt> hML-1 aOmRNAOffiM^fic^^ 
le^ij^ : 1 3*>J:C>'1 4 tt. hML-1 ^ CDmRN A©mSlfi^J(C£o*t> 

1 5*?<fctfl fc hTNF aOmRNAOffigSaWcS^VvC 

: 1 7^2/1 8lt tML-7r ©mRNA©$S£!S79fC£-3^ 

@£^J#^ : 1 9 & £tf 2 0 tt, thMIPl £©mRNACDi£g^iJtw«-3l> 
T -^if >f > L ^ 5 -f v - t? fc £ o 

2 1 &J;tf2 2te> t MARCOmRNAOtlE^ICldV^ 

xifv > b/c r 5 v - ©la^j-cfc &o 

@e^i#-^ : 2 3 & £t>* 2 4 ii. fc hMD C©mRNA©^Sl2?ll(lS-^^Tf 

4 3 



WO 01/51480 



PCT/JPO 1/00082 



if y h 1zrT v -f v - ommxtb 5 o 

KH**: 2 5^^26!^ b bM I P 2 0<DmRNA®WL&WtMK3i&'3\** 
Xt*?J y Viz.?*? >T v-<D|E#!T'& 5 0 

g2^#: 2 7feJ:^2 8(i, b hM I P 2 trOmRNAOffiSE^T^S^JV^ 
x Y-V^v Is tc 7 =? -r v - © @a anj T? & o 

iS?U#-^: 2 9^^*3011 hhGro 1 ©mRNACDilSS^Cld^t 

3 l*5j:z>*3 2(± > k bMMP - 9 OmRNA©SiK?!li:i^^ 

©Jf^ : 3 3 & J:tf3 4 I*, b hMRP 8 £DmRNAcD:K3£BB?>Itcg-3lrvr 

IB^^-: 3 5fcJ;tf3 6 h M y z ©mRN A^IIia^lCSo'V^f 

SB^-^-: 3 7*>£tf3 8fi. h h G A B A r p ©mRN AOME^KcS^ 

mnm^ : 3 9fei:tf 4 0 t M FNp 1 5/p 1 7<DmRNA<Z>mSI2 

@2^I#-^ : 4 l*«kCF4 2lt bMFNp7 8 0mRNAOfgi@a5li:l^ 

Se^iJ^: 4 3*?J:Cf4 4«, b h S C O 2 CDmRN AO&SIS^iKS-^T 

lOTg-^: 4 5&£tf4 6te. b h TK©mRNAcO^Si3^J(C^^T^if 

S3^J§-^: 4 7:fe efctM 8 b h ADOR A 2 A<DmRN AOWLifeWaMlZM 

IE?iJ#-^ : 4 9 0 (i. b h CD 3 7 OmRN A©iMI2?iJCK-^T 
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IB^S^: 5 1 feck 0^5 2i*. h b P F C CDmRNAcD^iS^J^^V^TT* 
m>M^: 5 3feJ;tf5 4ti, h h R G S 2 ©mRN A<Z):&mSfl?lJK£^T 
I2^i#-^ : 5 5 fee): #5 61^ t hNAF 1 ©mRNAOSMBETICS^T 
iB^I#^-: 5 7feck«^5 8 It, h 1>MC L 1 ©mRN ACDi&SSE^KS-^vr 
: 5 9 fe^tf 6 0 ii. t b S P C 1 8 (DmRNA cDi&jSiSI^iI K V ^ 

r -^ifv > b fc ^ ^ >r v - <die?ij -e & & 0 

I3^#-^: 6 lit h b/3-T?rycr>mRNA<DmMmni-m^^TT+FJ 

y Ltzf ? -commas, &o 

»*. jyz-uj^ymmzmm. ^mmmom^mm^mm^^^m^m 
(z<mm&ti& 0 ^^{c. *McD-i«iit> im bti>(ym. j p^nmmt< 
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1. 5t(I) 



Y 



H- 




OH 



(I) 



(5$*. XfeitfYtt, H*fcl±CH, OH. fcrt£U X#CH« OHOtt, 
5* (I I) : 



<5S*. RttSH16«r^ft^6lo©SH**MtV^a*-e*So ) 

2. — o^4^>-6 (interleukin-6 ( 9 Accession : 

Ml 4584) J jtfe?^ 

>T>^-a>r^> - 1 0 Cinterleukin-10 (i?- ? Accession : M576 



OH 
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27) ) 

^&jr3r$/*?-f-— tf- i (hemeoxygenase-1 ^Accession : NM 

002133)) 

7n7^77>^>G/HMif-2 (prostaglandin G/H synthase-2 (5>- 
W<V ? Accession : AL033533) ) sHS^> 

7^77-^ •077?F , J- zf&f-'f >— I — a Cmacrophage inflamm 
atory protein - 1 - a (2>— ? Accession : M23452) ) 
7VfX CRANTES VJ-y^y ? Access ion S^- : NM 002985 ) ) 
Yyj7-D^^>- i a Cinterleukin-1 a OJ-y<y ^Accession #-*§- : XO 
2851) ) 

V*-a-<*-v- l £ Cinterleukin-1 £ (i?- y*y ^Accession : KO 
2770) ) xlfe^. 

JBS^£EH^Pa Ctumor necrosis factor a (2*— ^Accession #*r : Ml 
0988) ) 

^f>^-D>ftV- 7 Hr^- Cinterleukin-7 receptor (V— y<y?Ac 
cession : M29696) ) 

v^n^ T — v? -Y>r77Vb»J— T'nf'f >- 1 - yS (macrophage inflamm 
atory protein-l-£ ? Accession : J04130) ) »fs^\ 

U'<- 7VK y-\z¥z.\s47-v K > Cliver an 

d activation-regulated chemokine ? Accession H?-^ : D86955) ) 

T^n77-i ? -f7'f7'K ^r^zfj^y (macrophage-derived chemokine (2? 
-y^y ? Accession #^ : U83171) ) i&fcT-, 

•??uy 7 — i? ^yy^-rb^)— ynf'f y— 2 - J3 (macrophage inflamm 
atory protein-2-£ (z?- y<y ? Accession #^ : M36821) ) itfe^> 
v?D7?-^ -<>7 7"7b"J- T'nf-f >-2-a (macrophage inflamm 
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atory protein-2-a i'J—y^y ? Accession IHf : M36820) ) M&rF-* 
7*a— X ^-y K T'nf'fV-l (growth regulated protein-1 ( 

*?-ys*y ^Accession : J03561) } 

7 h 'J v ?X y ^DT'Df^t- -if- 9 (matrix metalloproteinase-9 (>> — 
y<>? Access ion : J05070) } itfs^. 

(migration inhibitory factor-related protein-8 CP—y^^y? Access ion 

: X06234) ) itfc^x 
UVif-fA (lyzozyme (S?- y £ Accession #^§- : M21119) ) ilfe^-x 

(A) V*z7? Ty^f^K ^nf^fy (GABACA) receptor 

-associated protein (*J— y*y>7 Access ion : NM 007278 ) ) jgfc^-, 
^V^-7xn> — r>5=aL-XF 1 7-kDa/l 5-kDa Tu^f^y 
(interferon-induced 17-kDa/15-kDa protein iV—yj^y £ Accession : 
M13755) ) 

^ y?~- Vs. o y- j y^x.— i/zfJU ^fu^^y p78 (interferon-induc 
ible protein p78 (5>— ? Accession : M33882) 3 
xxi/-t- ^^&a^-2 (SCOCcytochrome oxidase deficient, yeast) hom 
olog-2 (^->^^>^Accession : AL021683) 3 Sfs^ 
r-5 K5— tf (transketolase yv<> ? Accession ?H§- : L12711) 

yfJi/y A2a Ix-tr^ 9 ^- (adenosine A2a receptor (^—y^^V^Acce 
ssion #^ : S46950) ) 

CD 3 7 TVfyv (CD37 antigen - y/*> ? Accession : X14046) 

7*n^-y> P 7 7 — (properdin P factor, complement (2?— V<> 
? Access ion : M83652) ) itfe^\ 
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U^Urf^- G-Zfrnr-Jy is 71" <J > 7- 2 Cregulator of G-p 

rotein signaIing-2 (S?- ? Accession ## : LI3463) ) itfK^\ 
Ne f -7V5/i-ff? F 7t^— 1 CNef -associated factor-1 (57- 
^Accession A J01 18 96) ) xtfS^N 

myeloid leukemia cell differentiation protein-1 (z?—>s<> ^Accession 
#-!§■ : L08246) ) itfis^ Rtf 

DV^l/y^ (signal peptidase complex (18kD 
a) ^Accession : AF061737) ) itfc^ 

3. 2t ( I) : 



(5$*. X*?J;tfYW\ H*fcliCHi OH. fc/fU X^CH 2 OHOit. 
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<160> 61 

<210> 1 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human prostaglandi 
n G/H synthase-2 mRNA. 
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<400> 1 



acggtgaaac tctggct 



17 



<210> 2 
<211> 17 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Designed primer based on nucleotide sequence of human prostaglandi 
n C/H synthase-2 mRNA. 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nf lammatory protein-l-a mRNA. 



<400> 2 



ggatgctcct gtttaag 



17 



<400> 3 



acattccgtc acctgctcag 



20 
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<210> 4 

<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-l-a mRNA. 

<400> 4 

ggtcgctgac atatttctgg 20 

<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human RANTES mRNA. 
<400> 5 

ctccacaggt accatgaagg 20 
<210> 6 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human RANTES mRNA. 



<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human & -actin mRN 
A. 



<400> 6 



gtaagttcag gttcaaggac 



20 



<400> 



7 



tggccgtacc actggcatcg 



20 



<210> 8 



<211> 22 



<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human £-actin mRN 
A. 

<400> 8 

tccttctgca tcctgtcggc aa 22 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
6 mRNA. 
<400> 9 

ccactcacct cttcagaacg 20 

<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Designed primer based on nucleotide sequence of human interleukin- 
6 mRNA. 
<400> 10 

gatgagttgt catgtcctgc 20 

<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
la mRNA. 

<400> 11 

gctgcatgga tcaatctgtg 20 

<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
\a mRNA. 
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<400> 12 



tcttcatctt gggcagtcac 



20 



<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
l/S mRNA. 



<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
1/3. mRNA. 



<400> 13 



tggcagaagt acctaagctc 



20 



<400> 14 



catatggacc agacatcacc 



20 
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<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human tumor necros 
is factors mRNA. 



<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human tumor necros 
is factors mRNA. 



<400> 15 



aaaggacacc atgagcactg 



20 



<400> 16 



cgagaagatg atctgactgc 



20 



<210> 17 



8/29 



WO 01/51480 



PCT/JPO 1/00082 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
7 receptor mRNA. 

<400> 17 

tggagaaagt ggctatgctc 20 

<210> 18 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interleukin- 
7 receptor mRMA. 

<400> 18 

ggcggtaagc tacatcatgc 20 

<210> 19 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage 
nflammatory protein-l-/? mRNA. 

<400> 19 

gaagcttctg agttctgcag 20 

<210> 20 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage 
nflammatory protein-1- £ mRNA. 

<400> 20 

ttcctgtctc tgagcagctc 20 

<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Designed primer based on nucleotide sequence of human liver and ac 
ti vat ion-regulated chemokine mRNA. 

<400> 21 

aagagtttgc tcctggctgc 20 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human liver and ac 
tivation-regulated chemokine mRNA. 

<400> 22 

ttggatttgc gcacacagac 20 

<210> 23 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage-d 
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erived chemokine raRNA. 



<400> 23 



acagactgca ctcctggttg 



20 



<210> 24 
<2U> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage-d 
erived chemokine mRNA. 



<210> 25 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nf lammatory protein-2-£ mRNA. 



<400> 24 



aggctcttca ttggctcagc 



20 
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<400> 25 



cgtggtcact gaactgcgc 



19 



<210> 26 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-2-£ mRNA. 



<210> 27 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-2-a mRNA. 



<400> 26 



acttctctcc tgtcagttgg 



20 



<400> 27 



tgctgctcct gctcctgg 



18 
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<210> 28 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human macrophage i 
nflammatory protein-2-a mRNA. 

<400> 28 

ctgcccattc ttgagtgtgg 20 

<210> 29 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human growth regul 
ated protein-1 mRNA. 

<400> 29 

aacatccaaa gtgtgaacgt g 21 
<210> 30 
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<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human growth regul 
ated protein-1 mRNA. 

<400> 30 

ctctgcagct gtgtctctc 19 

<210> 31 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human matrix metal 
loproteinase-9 mRNA. 

<400> 31 

cttctccaga agcaactgtc 20 

<210> 32 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human matrix metal 
loproteinase-9 mRNA. 



<400> 32 

accacaactc gtcatcgtcg 20 

<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Designed primer based on nucleotide sequence of human migration in 
hibitory factor-related protein-8 mRNA. 

<400> 33 

tcatcgacgt ctaccacaag 20 



<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Designed primer based on nucleotide sequence of human migration in 
hibitory factor-related protein-8 raRNA. 

<400> 34 

accagaatga ggaactcctg 20 

<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human lyzozyme mRN 
A. 

<400> 35 

tgtcctcctt tctgttacgg 20 

<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human lyzozyme mRN 
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A. 

<400> 36 

tgacaggcat taactgctcc 20 

<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human GABACA) rece 
ptor-associated protein mRNA. 

<400> 37 

aagaagagca tccgttcgag 20 

<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human GABA(A) rece 
ptor-associated protein raRNA. 
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<400> 38 



tggtgttcct ggtacagctg 



20 



<210> 39 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon-i 
nduced 17-kDa/15-kDa protein mRNA. 



<210> 40 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon-i 
nduced 17-kDa/15-kDa protein mRNA. 



<400> 39 



catgtcggtg tcagagctg 



19 



<400> 40 



ctcacttgct gcttcaggtg 



20 
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<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon- 
nducible protein p78 mRNA. 

<400> 41 

gtg.gctgaga acaacctgtg 20 

<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human interferon- 
nducible protein p78 mRNA. 

<400> 42 

agtcagatcc gggacatctc 20 
<210> 43 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human SCOCcytochro 
me oxidase deficient, yeast) homolog-2 mRNA. 

<400> 43 

gcagcagcaa aagcgaacag 20 

<210> 44 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human SCOCcytochro 
me oxidase deficient, yeast) homolog-2 mRNA. 

<400> 44 

gatgaagaca ggctgcactg 20 

<210> 45 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human transketolas 
e mRNA. 
<400> 45 

cctacgtatc agctccatcc 20 

<210> 46 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human transketolas 
e mRNA. 
<400> 46 

catacagagc cctctgacag 20 

<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human adenosine A2 
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a receptor mRNA. 
<400> 47 

tgtggctcaa cagcaacctg 20 

<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human adenosine A2 
a receptor mRNA. 

<400> 48 

gaccacatcc tcaaagagac 20 

<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human CD37 antigen 
mRNA. 
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<400> 49 



gcctcatcaa gtacttcctc 



20 



<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human CDS7 antigen 
mRNA. 



<210> 51 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human properdin P 
factor, complement mRNA. 



<400> 50 



atgaggactt ggaaccagtc 



20 



<400> 51 



ctaccagaaa cgtagtggtg 



20 
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<210> 52 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human properdin P 
factor, complement mRNA. 

<400> 52 

gtgtctcctt aggttcgtgg 20 

<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human regulator of 
G-protein signaling-2 mRNA. 

<400> 53 

ttggctgttc aacacgactg 20 
<210> 54 
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<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human regulator of 
G-protein signal ing-2 mRNA. 

<400> 54 

ggcagttgta aagcagccac 20 

<210> 55 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human Nef-associat 
ed factor-1 mRNA. 

<400> 55 

agcagaattc accagagagc 20 

<210> 56 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human Nef-associat 
ed factor-1 mRNA. 

<400> 56 

ttccatcttc ggtgagcctg 20 

<210> 57 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human myeloid leuk 
emia cell differentiation protein-1 mRNA. 

<400> 57 

gcatgcttcg gaaactggac 20 

<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



2 7/29 



WO 01/51480 PCT/JP01/00082 



<220> 

<223> Designed primer based on nucleotide sequence of human myeloid leuk 
emia cell differentiation protein-1 mRNA. 

<400> 58 

gaagttacag cttggagtcc 20 

<210> 59 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human signal pepti 
dase complex (18kDa) mRNA. 

<400> 59 

gattgtagtg gtgctcagtg 20 

<210> 60 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human signal pepti 
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dase complex Cl8kDa) niRNA. 
<400> 60 

tggcatcttc ccaggaacag 20 

<210> 61 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed primer based on nucleotide sequence of human @ -act in mRN 
A. 

<400> 61 

caagagatgg ccacggctgc t 21 
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